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Alignment of human Aurora A, B and C protein sequences. The three Aurora sequences are very

similar in the serine/threonine kinase domain (indicated in red) but have differing C and particularly N
terminal extensions. Overall each is between 58% (A to B), 61% (A to C) and 75% identical (B to C).
Charged amino acids are hatched and hydrophobic amino acids are blocked out.



