Human GGAIGGRGGIAGHR--GGRGG- - ---RGGAGCC-RG-RGGHIRG——————— 42
Mouse GGAIGGRGGIAGIR- -GGRGGGRGG-RGGAIGCG-RGEAGCCCGRG——————— 477
Rat GGEIGGRGGIAGIR- - GGRGGGRGG-RGGAIGCCG-RGEAGGCGRG—————=— 47
Drosophila GGGGGGGGGGEEIF— —RGR -GGG 55
Caenorhabditis RGGGGGEIIRGG GGMWGGSW GGRG 59
Saccharomyces GGSWGG GOIIGGHR-GGSRGGARGGSRGAIGCGR-——-——--GGSRGG———-——— 46
* . * kK .
Human 0 @ —-———=——- WGMGGGG————GGGGGGGGGI R HIRGNQSGH 88
Mouse ~ —mm———- RGGGGGG---—RGR ! ! KRGNOSGH 94
Rat  m————e- HGGGGGG———- lGNOSGR 94
Drosophila GG GGGGWGGGGGGG G i ; R WT Thy 113
Caenorhabditis GGHRGCIRGGRG GCHRGGGGR HcSPRGGH GGAGGIYRGGHT 119
Saccharomyces = ———-—--- AHGGS GG——-— R R RGGR---GGAAGGARGGAKIARY 88
* * % * s, *
<--MCA38F3
133
Human N RN 4RA Y 141
iz i
Rat BRIV ALNEER 147
Drosophila MIWYWVW 166
Caenorhabditis SIWYWVW 172
Saccharomyces VI YISV 148
Human {PGA 201
Mouse PGA 207
Rat i IPGA| 207
Drosophila K i IPPGSWVLYLGAASGTT 226
Caenorhabditis ; p WLLYLGAASGTT 232
Saccharomyces PGHK\ANEAGAASGT S 208
Human Nj YINML IIMVinV I ER 261
Mouse N ﬁMLIﬂMVwVIFAH 267
Rat Nj MVIF‘M 267
Drosophila N I B 286
Caenorhabditis G ) 292
Saccharomyces S 268
Human 321
Mouse 327
Rat 327
Drosophila 344
Caenorhabditis 352
Saccharomyces 327

Alignment of fibrillarin/Nop1p sequences from multiple species. As is obvious the molecule is extremely highly conserved,
particularly in the fibrillarin domain, which spans from amino acid 88 to 315 in the human sequence. Drosophila refers to the
sequence from D. melanogaster, Caenorhabditis that from C. elegans and Saccharomyces is from S. cerevisiae. Sequences were
downloaded from the Homologene site at the NIH. EnCor's antibody MCA-38F3 was originally raised against S. cerevisiae nuclear
preparations and subsequently found to bind NOP1p, the yeast fibrillarin homologue. The EnCor MCA-4A4 antibody was raised
against recombinant human fibrillarin. The epitopes for these two antibodies are shown above. Epitope mapping was performed by
generating a series of staggered 20 amino acid peptides which covered the entire human sequence with 5 amino acid overlap
between neighboring peptides. The 2 relevant peptides are highlighted above in yellow, each strongly inhibiting binding of the
respective antibody to recombinant human fibrillarin. Since in both cases the previous and next peptides had no apparent inhibitory
effect on antibody binding, the central 10 amino acids of each peptide is likely the most significant component of each epitope.



